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The COVID-19 corona virus has become a world pandemic 
which started in December 2019 in Wuhan, China with 
no confirmed biological source. Various countries reported 
the genomic sequence of different isolates obtained from 
infected patients. This allowed us to obtain a number of 38 
isolates of full genomic sequences. Alignment of nucleotide 
(nt) sequence was carried out using Clustal Omega multiple 
alignment service at the EBI website. Alignment of nt 
sequence and phylogenetic relationship revealed that the 
COVID-19 is a new viral strain and its biological source 
has not been yet detected. The expected orf pattern was 
different among isolates obtained from the same country 
or different countries as well as from SARS-CoV isolates 
or bats CoV suggesting different virus human interaction 
possibilities during infection and severity. All isolates had the 
main five orfs (1ab, S, M, N, E), whereas they differed in 
the expected accessory orfs. Being with the biological source 
of COVID-19 undetected, the role of human endogenous 
retrovirus (HERVs) in the regulation of the host cell gene 
expression or the encoding for products that could modulate 
COVID-19 infection and the spectrum of its symptoms is 
discussed.
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alignment, Human endogenous retroviruses (HERVs).   

ÃÅÍÎÌÍÅ ÄÎÑË²ÄÆÅÍÍß ÊÎÐÎÍÀÂ²ÐÓÑÀ 
COVID-19 ÂÈÊËÞ×Àª ÉÎÃÎ ÏÎÕÎÄÆÅÍÍß 
Â²Ä ÐÅÊÎÌÁ²ÍÀÖ²¯ ×È Ç ÎÏÈÑÀÍÈÕ 
Á²ÎËÎÃ²×ÍÈÕ ÄÆÅÐÅË ² ÏÐÈÏÓÑÊÀª ÐÎËÜ 
HERV Ó ØÈÐÎÊÎÌÓ Ä²ÀÏÀÇÎÍ² ÉÎÃÎ 
ÑÈÌÏÒÎÌ²Â

COVID-19 – öå âèêëèêàíå êîðîíàâ³ðóñîì çàõâîðþ-
âàííÿ, ÿêå ïåðåðîñëî ó âñåñâ³òíþ ïàíäåì³þ, 

ïî÷àòîê ÿêî¿ áóëî çàô³êñîâàíî ó ãðóäí³ 2019 ð. ó 
ì³ñò³ Óõàíü, Êèòàé, àëå á³îëîã³÷íå äæåðåëî ÿêîãî íå 
áóëî ï³äòâåðäæåíî. Ó ð³çíèõ êðà¿íàõ ïîâ³äîìëÿëè 
ïðî ãåíîìíó ïîñë³äîâí³ñòü ð³çíèõ ³çîëÿò³â, îòðèìà-
íèõ â³ä ³íô³êîâàíèõ ïàö³ºíò³â. Öå äîçâîëèëî íàì 
çàãàëîì îòðèìàòè 38 ³çîëÿò³â ïîâíèõ ãåíîìíèõ ïî-
ñë³äîâíîñòåé. Âèð³âíþâàííÿ íóêëåîòèäíî¿ (nt) ïî-
ñë³äîâíîñò³ ïðîâîäèëè çà äîïîìîãîþ ìíîæèííîãî 
âèð³âíþâàííÿ Clustal Omega íà âåá-ñàéò³ ªâðîïåé-
ñüêîãî ³íñòèòóòó á³î³íôîðìàòèêè (EBI). Âèð³âíþ-
âàííÿ íóêëåîòèäíî¿ ïîñë³äîâíîñò³ ³ ô³ëîãåíåòè÷íèé 
çâ’ÿçîê ïîêàçàëè, ùî COVID-19 – öå íîâèé øòàì 
â³ðóñà, á³îëîã³÷íå ïîõîäæåííÿ ÿêîãî ùå íå áóëî 
âñòàíîâëåíî. Î÷³êóâàíà ñòðóêòóðà orf áóëà ð³çíîþ 
ñåðåä ³çîëÿò³â, îòðèìàíèõ ç îäí³º¿ êðà¿íè àáî ð³çíèõ 
êðà¿í, à òàêîæ ³çîëÿò³â SARS-CoV ÷è CoV êàæàí³â, 
ùî äîçâîëÿº ïðèïóñòèòè ð³çí³ ìîæëèâîñò³ âçàºìîä³¿ 
â³ðóñà òà ëþäèíè ï³ä ÷àñ ³íô³êóâàííÿ òà ñêëàäíîñò³ 
çàõâîðþâàííÿ. Âñ³ ³çîëÿòè ìàëè ï’ÿòü îñíîâíèõ orfs 
(1ab, S, M, N, E), îäíàê, â³äð³çíÿëèñÿ î÷³êóâàíè-
ìè äîïîì³æíèìè orfs. Îñê³ëüêè á³îëîã³÷íå äæåðåëî 
COVID-19 çàëèøàºòüñÿ íåâñòàíîâëåíèì, áóëî îáãî-
âîðåíî ðîëü åíäîãåííèõ ðåòðîâ³ðóñ³â ëþäèíè (HERV)
ó ðåãóëÿö³¿ åêñïðåñ³¿ ãåí³â êë³òèí ãîñïîäàðÿ ÷è êî-
äóâàííÿ ïðîäóêò³â, ÿê³ ìîæóòü ìîäóëþâàòè ³íôåêö³þ 
COVID-19 ³ ñïåêòð ¿¿ ñèìïòîì³â.

Êëþ÷îâ³ ñëîâà: COVID-19, ãåíîì, âèð³âíþâàííÿ íóê-
ëåîòèäíî¿ ïîñë³äîâíîñò³, åíäîãåíí³ ðåòðîâ³ðóñè ëþ-
äèíè (HERV).
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