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We developed a set of SSR markers to investigate the genetic 
diversity and evolutionary history of Psammochloa villosa 
(Trin.) Bor, a dominant species of the Inner Mongolian 
Plateau and adjacent regions. We used sequenced 
transcriptomes of P. villosa to develop primer pairs for 
97 SSR markers. Of these, we successfully amplified 46
(47 %) SSRs and found that eleven were polymorphic 
among individuals. We tested these eleven SSRs in 122 
accessions of P. villosa representing ten populations, and 
determined that the number of alleles per locus ranged 
from one to seven, with an average of 2.727. The expected 
and observed heterozygosity per locus varied from 0 to 
0.840 (mean: 0.471) and from 0 to 1.000 (mean: 0.679), 
respectively. The new SSR markers described in this study 
will be valuable for evaluating the population genetic 
structure and history of P. villosa throughout its range 
and may help to develop hypotheses for understanding the 
history of its divergence from its closest relatives in the 
genus Stipa L.

Key words: grass; Illumina; microsatellite marker; ortho-
logous gene; transcriptome.

ÐÎÇÐÎÁÊÀ SSR ÌÀÐÊÅÐ²Â
ÄËßPSAMMOCHLOA VILLOSA (TRIN.)
BOR (POACEAE), ÄÎÌ²ÍÀÍÒÍÎÃÎ ÂÈÄÓ
ÍÀ ÏËÀÒÎ ÂÍÓÒÐ²ØÍÜÎ¯ ÌÎÍÃÎË²¯

Íàìè áóëî ðîçðîáëåíî íàá³ð SSR ìàðêåð³â äëÿ 
âèâ÷åííÿ ãåíåòè÷íîãî ð³çíîìàí³òòÿ òà åâîëþö³éíî¿ 

³ñòîð³¿ Psammochloa villosa (Trin.) Bor, äîì³íàíòíîãî 
âèäó íà ïëàòî Âíóòð³øíüî¿ Ìîíãîë³¿ òà â ïðèëåãëèõ 
ðåã³îíàõ. Ñåêâåíîâàí³ òðàíñêðèïòîìè P. villosa áóëî 
âèêîðèñòàíî äëÿ ðîçðîáêè ïàð ïðàéìåð³â äëÿ 97 SSR 
ìàðêåð³â. Ç íèõ ìè óñï³øíî àìïë³ô³êóâàëè 46 (47 %) 
SSR ³ âèÿâèëè, ùî îäèíàäöÿòü áóëè ïîë³ìîðôíèìè 
â îêðåìèõ ðîñëèíàõ. Ìè ïåðåâ³ðèëè ö³ îäèíàäöÿòü 
SSR â 122 çðàçêàõ P. villosa, ùî ïðåäñòàâëÿëè äåñÿòü 
ïîïóëÿö³é, ³ âñòàíîâèëè, ùî ê³ëüê³ñòü àëåë³â íà ëîêóñ 
áóëà ó ìåæàõ â³ä îäíîãî äî ñåìè, ïðè öüîìó ñåðåäíº 
çíà÷åííÿ ñòàíîâèëî 2,727. Î÷³êóâàíà ³ ôàêòè÷íà 
ãåòåðîçèãîòí³ñòü â îäíîìó ëîêóñ³ ïåðåáóâàëà ó 
ä³àïàçîí³ â³ä 0 äî 0,840 (ñåðåäíº çíà÷åííÿ: 0,471) òà 
â³ä 0 äî 1,000 (ñåðåäíº çíà÷åííÿ: 0,679), â³äïîâ³äíî. 
Íîâ³ SSR ìàðêåðè, îïèñàí³ ó öüîìó äîñë³äæåíí³, 
áóäóòü êîðèñíèìè äëÿ îö³íêè ãåíåòè÷íî¿ ñòðóêòóðè 
ïîïóëÿö³¿ òà ³ñòîð³¿ P. villosa ó âñüîìó ¿¿ ä³àïàçîí³, 
à òàêîæ ìîæóòü áóòè âèêîðèñòàí³ äëÿ âèñóíåííÿ 
ã³ïîòåç ùîäî ³ñòîð³¿ ¿¿ äèâåðãåíö³¿ â³ä íàéáëèæ÷èõ 
ðîäè÷³â ç ðîäó Stipa L.

Êëþ÷îâ³ ñëîâà: òðàâà; Illumina; ì³êðîñàòåë³òíèé ìàð-
êåð; îðòîëîã³÷íèé ãåí; òðàíñêðèïòîì.
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