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.
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 Microcoft Office Excel 2010.
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 GenAlex 6.0 [8].
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.1) , 

 (PLIN1, 0,001; PLIN2, 0,01), 

 7966 T>C 

PLIN2 ( 0,001).

, 

, 



 – 

 (Fis), 

) 

.

1.  SNP 
PLIN1, PLIN2

(Fis)

 ( )
) )G GG G

PLIN1
0,388/0,338 0,388/0,487 0,224/0,175 0,582 0,418 0,388 0,487 0,203
0,304/0,171 0,218/0,485 0,478/0,345*** 0,413 0,587 0,217 0,485 0,552

PLIN2

0,265/0,400 0,735/0,465* 0,000/0,135*** 0,633 0,367 0,735 0,465 -0,581
0,478/0,384 0,283/0,471 0,239/0,145** 0,620 0,380 0,283 0,471 0,401

*** - 0,001, ** - 0,01, *- 0,05, 2

PLIN1 PLIN2

PLIN1

, 

, 

. , 

  

, 

. 

TT PLIN2

 ( 0,05). 

PLIN2, 

  

.



, 

 AG  4119 A>G (PLIN1) 

,  – 

;  GG 

. , 

 7966 T>C (PLIN2) 

, 

,  – 

  ( ) .

, 

PLIN1

 (0,582) 

G (0,587) . 

,  (0,633  0,620, ) PLIN2

 (0,367  0,380), 

.

.

PLIN1 PLIN2

 ( 0,001) ( .2).  4119 A>G  7966 T>C 

 59,7%  36,3%. 

PLIN1 PLIN2  (

PLIN1 - 0,01, PLIN2 - 0,05),  27,7%

(4119 A>G)  22,7% (7966 T>C).



PLIN1 PLIN2

. 

, 

, 

. ,

, 

, PLIN1

,  24,97 - 41,55 ,  31,23-57,52

.

, 

,

. ,  SNP

.

PLIN1
2AA AG GG

X ± Sx X ± Sx X ± Sx

VI-VII , 33,05 ± 0,51 29,72 ± 1,13 36,36 ± 0,49*** 0,597

, 737,89 ± 24,97 743,06 ± 29,88 705,82 ± 41,55 0,015
PLIN2

CC
X ± Sx X ± Sx X ± Sx

VI-VII , - 31,26 ± 0,69 36,08 ± 0,46*** 0,363

, - 740,86 ± 20,31 709,92 ± 36,67 0,013



PLIN1
2AA AG GG

X ± Sx X ± Sx X ± Sx

VI-VII , 27,69± 2,44 26,14 ± 3,55 36,91± 1,74** 0,277

, 740,43±44,48 900,00±57,52 848,11± 31,23 0,023
PLIN2

CC
X ± Sx X ± Sx X ± Sx

VI-VII , 27,04±3,19 27,75±2,77 36,48±1,81* 0,227

, 722,64±45,85 872,92±56,58 851,25±31,08 0,126

*** - 0,001, ** - 0,01, * - 0,05.
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, 

, 

. 

.  MAS,  PLIN

  ,

,  (

).

, 

. 

, 

, 

.
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Polymorphic system of perilipin gene in breeding programs to improve the
fattening qualities of pigs
V. Y. Nor, O. I. Metlytska

In  PCR-  RFLP  technology  they  were  analyzed  samples  of  pigs  of  Mirgorod
and Large White breeds, it was evaluated their allelic variability and breed specific
nature of genotype distribution. In terms of using one-way analysis of variance it was
established the possible impact of genotypes according to PLIN1 and PLIN2
polymorphic sites on the thickness of bacon of pigs of Mirgorod and Large White
breeds  (p   0.001),  with  the  power  of  the  influence  on  the  formation  of  the
investigated characteristics 59.7 % and 36.3 %; 27.7 % and 22.7 %, respectively.
There were demonstrated problems and prospects of PLIN genotyping use in
breeding programs to improve the fattening qualities of pigs.

Key words: polymorphism, perilipin gene, heterozygosis, MAS, SNP.


