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ROLE PATHOGENIC MICROFLORA IN THE OCCURRENCE OF 

POSTNATAL PATHOLOGY IN COWS 
 

In work presents research data by immunobiological reactivity and 
microbiocenosis of genitals in cows with physiological course postnatal period and 
postpartum acute endometritis. 

As a result of biochemical studies of blood serum of experimental animal 
groups found that cows with acute postpartum endometritis is an increase of 1,2 times 
the level of sialic acids and circulating immune complexes, immunoglobulin M and G 
– 1,5 and 1,4 times respectively and 1,9 times reduction of immunoglobulin A versus 
cows with physiological course postnatal period. 

Established that the dominant flora vaginal mucosa cows were: Escherichia 
coli, Staphylococcus epidermidis, Staphylococcus pyogenes, Enterococcus spp., 
Bacillus cereus, Bacillus subtilis, Lactobacillus spp. and Candida spp. These 
microorganisms sow out in monoculture and in association with each other and with 
other microflora. It is established that the number of cells Escherichia coli in cows 
with acute postpartum endometritis stand out in 1,6 times more than in cows with 
physiological course postnatal period. Staphylococcus pyogenes and Bacillus subtilis 
- allocated 1,5 times more, Staphylococcus epidermidis, Enterococcus spp. and 
Bacillus cereus – 1,4 times, Candida spp. – 1,3 times, and Lactobacillus spp. - in 1,3 
times lees, respectively. 

Key words: cows, postnatal period, non-infectious pathology, 
immunobiological reactivity,  pathogenic microflora, microbiocenosis of vagina. 

 
 

. 



.                    16  2 (59)  1, 2014 

 336 

 
,  

,    [1, 2, 3, 4, 5]. 
 

- .  
 

.  
, ,  

,  
. 

 
, , .  

,  
 [6, 7]. ,  – 

. ,  
,  

 6–10  [6]. 
 [8] ,  E. coli  Staphylococcus epidermidis 

 
. ,  

 E. coli,  
.  

.  
,  

,  –  
 [9]. 

 
. ,  

 [10],  –  
 [11]. , -

 
. 

   
 

. 
.  
 „ ” .  

 
.  2  (n=10)  7–10 

.  
, : 

 [12],  (  A, M, G) –  
 Baden et Ronsellet  

(2001) [13],  ( ) –  4 %-  
 6000 (Haskova V., Kaslik J., 2001) [13]. 

 
,  



.                    16  2 (59)  1, 2014 

 337

 2,0 3  
.  

 
: , 

, , ,  
 [14, 15].  

 [16]. 
.  

,  
 1,2  

,  M 
 G –  1,5  1,4  1,9    

 ( . 1).  
 1 

 
 

  7 10 , ±m, n=10 
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Escherichia coli 2,8±0,12 60 4,4±0,16*** 80 
Staphylococcus 
epidermidis 

2,7±0,12 40 3,7±0,12** 60 

Staphylococcus 
pyogenes 

2,4±0,11 80 3,6±0,14*** 60 

Enterococcus spp. 2,6±0,08 60 3,7±0,10** 40 
Bacillus cereus 2,5±0,07 40 3,4±0,09* 60 
Bacillus subtilis 2,3±0,07 40 3,5±0,10*** 60 
Lactobacillus spp. 4,5±0,18 80 3,4±0,09* 80 
Candida spp. 2,8±0,08 80 3,5±0,11* 100 

: * 0,05; ** 0,01; *** 0,001  
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